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Background

1. According to IARC/WHO, Cervical Cancer (CC) will cause 460 000 deaths per
year by 2040 in the absence of decisive actions (∼50% over 2018 levels with
∼90% of deaths in LMICs, particularly sub-saharan african women).

Figure 1: The Uterine Cervix

2. Histopathological assessment is the cornerstone for non-invasive/invasive can-
cers diagnosis/treatments and still crucial for cervical cancer screening programs
evaluation. (Teixeira and Vasconcelos, 2019; Bulten et al., 2011).
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Background

3. ”Numerous publications show the clinical and
economic benefits of obtaining a second opinion
for Pathology specimens ... In terms of cancer,
changes can be from cancer to benign (or vice
versa) or from one type of cancer to another,
which could have a significant impact on treat-
ment and prognosis ...”

— Jonathan Epstein, M.D.

Director of Surgical Pathology

Johns Hopkins Hospital
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Background

4. The emergence of Whole-Slide Imaging (WSI), i.e. virtual microscopy, has
led to an unprecedented synergy between AI and digital pathology to address
several issues like misdiagnoses.

Figure 2: Digitization of Pathology Specimens

5. WSIs come with several obstacles that limit AI potentials exploit in computa-
tional pathology, e.g. single WSI dimension, clinical features variability, lack of
annotated data, etc. (Tizhoosh and Pantanowitz, 2018).
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Dataset Acquisition

3/5



Workflow
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Contribution

The major contribution focuses on the potential of a pre-
trained CNN approach for an Hematoxylin & Eosin histopathol-
ogy image analysis of cervical cancer to acquire efficient clas-
sification despite the data-poorness and unlabelled problems.
Hence, the challenge relied on the non trivial task of WSIs
processing and the VGG16-CNN pre-trained model fine tuning
from a totally different data on which it was trained on.

Future Work : Integration of proteogenomics, clinical data and
WSI to detect cancer patterns.
Ferdaous Idlahcen
idlahcenferdaous.s@gmail.com
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